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Annex B: Horizon scanning reference lists and topic scope

The below reference lists describe all publications identified by the Executive relevant to the horizon
scanning topic. A high-level summary of the topic scope is included below each topic subheading.

Unless a paper on the topic was discussed by the SCAAC in 2024, literature searches covered the period
between 1%t January 2024 — 315 December 2024. For topics brought to 2024 meetings, literature searches
were limited to the period since the topic was discussed. Where a new topic has been introduced, literature
published over the previous ten years has been included.

The Executive notes that the identified literature is not evaluated for validity.

Alternative methods to derive embryonic and embryonic-like stem cells

Scope: This topic is focused on monitoring the methods used to create, refine and maintain human
pluripotent stem cells (induced and embryonic) to ensure that the use of viable embryos in research is
justified and able to fulfil the criteria of being ‘necessary and desirable’. Publications which describe the
establishment of novel human pluripotent stem cell lines, optimisation of methods, or the evaluation of
human pluripotent stem cells will be included. Most recently this has included populations of expanded and
extended potential stem cells (EPSCs), eight-cell like cells and methods to derive extraembryonic cell
lineages. The scope of this topic does not extend to the development of stem-cell based embryo models or
in vitro derived gametes (separate topics). Research into differentiation and application of human stem cells
are excluded.
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Artificial intelligence (Al), robotics and automation in fertility treatment

Scope: This topic is focused on the integration of artificial intelligence, robotics or automation at any stage
during the fertility journey. This includes the use of robotics for automation in the laboratory (eg automated
ICSI, gamete/embryo freezing, preparation of culture dishes) or in the clinical treatment of infertility (eg
endometriosis, myomectomy, fibroids, polyps), and Al tools/algorithms for basic science, embryo and
gamete selection, and for prediction and improvement of outcomes before and after treatment. Time-lapse
imaging is excluded from the search as it is considered under the treatment add-on ‘time-lapse imaging and
incubation’. Whilst patient support apps are included, Al apps to improve general health and wellbeing,
which in turn impact fertility outcomes, are additionally excluded. Literature on regulation, guidelines and
ethical considerations is included.
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Impact of long-term cryopreservation of gametes and embryos

Scope: Following amendments to HFE Act (1990), storage of eggs, sperm and/or embryos for use in a
patients own treatment or for donation is permitted for up to 55 years. This topic monitors any safety or
viability concerns relating to the keeping of gametes or embryos in long-term storage. As the storage
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Impact of stress on fertility treatment outcomes

Scope: This topic looks at the impact of stress in people undergoing ART on fertility treatment outcomes.
Research that does not examine ART outcomes is excluded. There are two main areas of research: (1)
The impact of psychological factors including stress on treatment outcomes and (2) the impact of
interventions to manage stress on treatment outcomes. Research on the impact of the stress hormone
cortisol on treatment outcomes is included.
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